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SEQUENCE LISTING 



(1) GENERAL INFORMATION: 

5 

(i) APPLICANT: 

(A) NAME: Akzo Nobel N.V. 

(B) STREET: Velperweg 76 

(C) CITY: Arnhem 

fj-lO (E) COUNTRY: The Netherlands 

li (F) POSTAL CODE (ZIP) : 6824 BM 

U1 (G) TELEPHONE: 0421-666376 

sj (H) TELEFAX: 0412-650592 

l\ (I) TELEX: 3 7503 akpha nl 

^15 



20 



(ii) TITLE OF INVENTION: Novel Peptides Suitable For Use In 
Antigen Specific Immunosuppressive Therapy 

(iii) NUMBER OF SEQUENCES: 78 

(iv) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER; IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

25 (D) SOFTWARE: Patentin Release #1.0, Version #1.30 

(EPO) 
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(2) INFORMATION FOR SEQ ID NO: 1: 

(i) SEQUENCE CHARACTERISTICS: 

.(A) LENGTH: 16 amino acids 
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(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO; 1 :^:!'^'K- ' 
Tyr Lys Leu Val Cys Tyr Tyr Thr Ser Trp Ser Gin Tyr Arg Glu Gly 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide ■■■■■■ h 



5 



10 



15 



(2) INFORMATION FOR SEQ ID NO: 2 : ^ 




(xi) SEQUENCE DESCRIPTION: SEiSjlcDr'NO 




Tyr Thr Ser Trp Ser Gin Tyr Arg Glu Gly Asp Gly Ser Cys Phe Pro 
1 5 10 . 15 



t 
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(2) INFORMATION FOR SEQ ID NO: 3: 

5 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

10 

(ii) MOLECULE TYPE: peptide 



15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 



20 



30 



Tyr Arg Glu Gly Asp Gly Ser Cys Phe t>r6 Asp 'Alai''^Llu=Ws^^^^^^ 
1 5 10 15 



(2) INFORMATION FOR SEQ ID NO : 4: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 
25 (B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide ^P^- ^ 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 



Ser Cys Phe Pro Asp Ala Leu Asp Arg Phe Leu Cys Thr His lie lie 
1 5 .10 15 



(2) INFORMATION FOR SEQ ID NO: 5: 

11 (i) SEQUENCE CHARACTERISTICS: 

';10 (A) LENGTH: 16 amino acids 

•J (B) TYPE: amino acid 

J (C) STRANDEDNESS : single 
(D) TOPOLOGY: linear 

%5 (ii) MOLECULE TYPE: peptide .-.^1^0' 



20 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 

Leu Asp Arg Phe Leu Cys Thr His He lie Tyr Ser Phe Ala Asn He 
15 10 15 



25 (2) INFORMATION FOR SEQ ID NO: 6: 

(i) .SEQUENCE CHARACTERISTICS: ^ 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

30 (C) STRANDEDNESS: single 

(D) TOPOLOGY : linear 
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(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 



Thr His He He Tyr Ser Phe Ala Asn He Ser Asn Asp His He Asp 



(2) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 
^ (D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 
Phe Ala Asn He Ser Asn Asp His He Asp Thr Trp Glu Trp Asn Asp 



1 



5 



10 



15 



(2) INFORMATION FOR SEQ ID NO: 8: 





(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 
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(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

5 (ii) MOLECULE TYPE: peptide 



10 



(xi) SEQUENCE DESCRIPTION:' SEQ ID NO: 8: 

Asp His lie Asp Thr Trp Glu Trp Asn Asp Val Thr Leu Tyr Gly .Met 
1 . 5 10 ■ . 15 



15 (2) INFORMATION FOR SEQ ID NO: 9: ' 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

20 (C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



25 




(xi) SEQUENCE DESCRIPTION: SEQ-|lb NO 

Glu Trp Asn Asp Val Thr Leu Tyr Gly.:Met Lea ' 'Ash/'Jhr ^'_l^y^^irf;^3Vsn 
30..,,,. 1 5 10 '15 
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(2) INFORMATION FOR SEQ ID NO: 10: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 

Leu Tyr Gly Met Leu Asn Thr Leu Lys Asn Arg Asn Pro Asn Leu 
15 10 15 

(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 




(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 
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Thr Leu Lys Asn Arg Asn Pro Asn Leu Lys Thr Leu Leu. Ser Val Gly 



1 



5 



10 



15 



(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

. (C) STRANDEDNESS : single 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12 

Pro Asn Leu Lys Thr Leu Leu Ser Val Gly Gly Trp Asn Phe Gly Ser 
15 10 15 

(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS: yry\ ^ 'm^iy:-.: ' Vr-^u^^i,, ■ 



(C) 



(D) 



(A) 



(B) 




(ii) MOLECULE TYPE: peptide 
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SEQ ID NO: 13 : 
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Leu Ser Val Gly Gly Trp Asn Phe Gly Ser Gin Arg Phe Ser Lys He 
15 10 15 

5 

(2) INFORMATION FOR SEQ ID NO: 14: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

15 (ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 

20 

Asn Phe Gly Ser Gin Arg Phe Ser Lys He Ala Ser Asn Thr Gin Ser 
15 10 15 



25 (2) INFORMATION FOR SEQ ID NO: 15::. 

C 

(i) SEQUENCE CHARACTERISTICS ifef'., 

(A) LENGTH: 16 amino TacoMS" 

(B) TYPE: amino acid '^mB^ 
3 0 (C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15: 

Phe Ser Lys lie Ala Ser Asn Thr Gin Ser Arg Arg Thr Phe lie Lys 
1 5 10 . 15 

(2) INFORMATION FOR SEQ ID NO: 16: 

(i) SEQUENCE CHARACTERISTICS: : 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16 : - ^ 




(2) INFORMATION FOR SEQ ID NO: 17: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 

Thr Phe lie Lys Ser Val Pro Pro Phe Leu Arg Thr His Gly Phe Asp 
1 5 10 ■ 15 

(2) INFORMATION FOR SEQ ID NO: 18: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 

Pro Pro Phe Leu Arg Thr His Gly Phe Asp Gly Leu Asp Leu Ala Trp 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 19: 

(i) SEQUENCE CHARACTERISTICS: 
10 , (A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

15 (ii) MOLECULE TYPE: peptide 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 
His Gly Phe Asp Gly Leu Asp Leu Ala Trp Leu 'Xyr Pro Gly Arg Arg 

1 c • . 10 ' I ^sf - ■ ■ Vis 




(2) INFORMATION FOR SEQ ID NO: 2Siiffi 

■ ■ ... ,-.->,T?tf^=^^ - r^^'iWi^^^K'^?i^f^>:ri^:;'■ 
(i) SEQUENCE CHARACTERISTICS : 
3 0 (A) LENGTH: 16 amino acids . ^ '.s^. - 

(B) TYPE: amino acid 



to STRANDEDNESS: single ■■iyiri'^^ 
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(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20: 
Asp Leu Ala Trp Leu Tyr Pro Gly Arg Arg Asp Lys Gin His Phe Thr 



(2) INFORMATION FOR SEQ ID NO: 21: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 



1 



5 



10 



15 



(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide 



(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 





Pro Gly Arg Arg Asp Lys Gin His Phe Thr Thr Leu lie Lys Glu Met 
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(2) INFORMATION FOR SEQ ID NO: 22: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



ixi) SEQUENCE DESCRIPTION: SEQ ID NO: 22: ^ " 

Gin His Phe Thr Thr Leu lie Lys -Olu • H!Bpf;^s'''lll^Stf'd'^%e '^^ie Lys 
1 5 10 15 

(2) INFORMATION FOR SEQ ID NO: 23: 

(i) SEQUENCE CHARACTERISTICS: 
- (A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single J. 



(ii) "MOLECULE TYPE: peptide 



(D) 



TOPOLOGY: linear 




(v) FRAGMENT TYPE: internal 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23: 



He Lys Glu Met Lys Ala Glu Phe lie Lys Glu Ala Gin Pro Gly Lys 
^ 5 10 



15 



(2) INFORMATION FOR SEQ ID NO: 24: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24: 

Glu Phe He Lys Glu Ala Gin Pro Gly Lys Lys Gin Leu Leu Leu Ser 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 25: 

( i ) SEQUENCE CHARACTERISTICS : ... 'y'-r-'i 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 
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(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 25: 
Gin Pro Gly Lys Lys Gin Leu Leu Leu Ser Ala Ala Leu Ser Ala- Gly 



(2) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal ; 



1 



5 



10 



15 



(xi) SEQUENCE DESCRIPTION: SEQ ^ID .NO : 26: 




Leu Leu Leu Ser Ala Ala Leu Ser Ala Gly L.ys Val Thr : lie Asp' Seir 
1 5 10 15 
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(2) INFORMATION FOR SEQ ID NO: 27: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS ; single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 27: 



Leu Ser Ala Gly Lys Val Thr He Asp Ser Ser Tyr Asp He Ala Lys 



1 5 10 



(2) INFORMATION FOR SEQ ID NO: 28: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single •:; 

(D) TOPOLOGY: linear €1' 

(ii) MOLECULE TYPE: peptide 



15 



(v) FRAGMENT TYPE: internal 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 28: 
Thr lie Asp Ser Ser Tyr Asp He Ala Lys He Ser Gin His Leu Asp 



10 



(2) INFORMATION FOR SEQ ID NO: 29: 

(i) SEQUENCE CHARACTERISTICS: ■ - 

(A) LENGTH: 16 amino acids 
, (B) TYPE: amino acid ' t.. • - :-t::i'^^f'^'^4-i 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide •■ - • ,. ..v.x -^;; 

(v) FRAGMENT TYPE: internal .'. V»> -^M^ 



15 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 29: 

Asp He Ala Lys He Ser Gin His Leu Asp Phe He Ser. He Met Thr 
1 5 10 15 



(2) INFORMATION FOR SEQ ID NO: 30. . 

■ ■ ■ ,.rgg 




(i) SEQUENCE CHARACTERISTICS :3li^; ' ■ .■'^%m&^^^^'^fK/. 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 
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(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 30: 

Gin His Leu Asp Phe lie Ser lie Met Thr Tyr Asp Phe His Gly Ala 
1 5 10 15 

(2) INFORMATION FOR SEQ ID NO: 31: 

(i) SEQUENCE CHARACTERISTICS: . . j:^^S:J::)-:^\ 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ilD NO: 31: 




Ser lie Met Thr Tyr Asp Phe His Gly Ala Trp Arg Gly Thr Thr Gly 
1.5 10 15 
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(2) INFORMATION FOR SEQ ID NO: 32: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 
5 (B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE : internal 



jL5 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 32: 

j:j Phe His Gly Ala Trp Arg Gly Thr Thr fely •kls'H&^lt'^Pra'^eu Phe 
SJ ^5 10 15 



20 



(2) INFORMATION FOR SEQ ID NO: 33: 



(i) SEQUENCE CHARACTERISTICS: ' 
(A) LENGTH: 16 amino acids 
25 (B) TYPE: amino acid . 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



30 



(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33: 



PCT/EP97/02051 



Gly Thr Thr Gly His His Ser Pro Leu Phe Arg Gly Gin Glu Asp Ala 



(2) INFORMATION FOR SEQ ID NO: 34: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 34: 

Ser Pro Leu Phe Arg Gly Gin Glu Asp Ala Ser Pro Asp' Arg Phe Ser 
15 10 15 



1 



5 



10 



15 



(2) INFORMATION FOR SEQ ID NO : 35: 






(A) LENGTH: 16 amino acids 



(B) TYPE: amino acid 



(C) STRANDEDNESS: single 



30 
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(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ.!.ID NO: 35 : 

Jil Gin Glu Asp Ala Ser Pro Asp Arg Phensiefjksn r-THlf ^i^g Val 
1 5 . 10 , ■' 15 



IS (2) INFORMATION FOR SEQ ID NO: 36:-_ '.;-;-i • 

(1) SEQUENCE CHARACTERISTICS Jils^A^r' ^'v#''^''4ft^SSpi. '^f 
Q (A) LENGTH: 16 amino acids ' 

(B) TYPE: amino acid 
20 (C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

25 (v) FRAGMENT TYPE: internal ^■"y' '. ■■. . ' '^yi 




(xi) SEQUENCE DESCRIPTION: SEQ 



Asp Arg Phe Ser Asn Thr Asp Tyr Ala Val Gly Tyr .Met-lliMut^^kr^ L^u . 
1 5 10 . , 15 ^ . • . . 
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(2) INFORMATION FOR SEQ ID NO: 37: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 37: 

Asp Tyr Ala Val Gly Tyr Met Leu Arg Leu Gly Ala ''Pro 'Ala Ser Lys 
1 5 10 15 

(2) INFORMATION FOR SEQ ID NO: 38: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid ' 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear . 



(ii) 



MOLECULE TYPE: peptide 





(V) 



FRAGMENT TYPE: internal 
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(xi) SEQUENCE 
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DESCRIPTION: SEQ ID NO: 



38 
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Met Leu Arg Leu Gly Ala Pro Ala Ser Lys Leu Val Met Gly lie Pro 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 39: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: intGrnal^'^'/^"^^-^ pi^K-^-M-^:'^ > 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 39: 
Pro Ala Ser Lys Leu Val Met Gly lie Pro Thr Phe Gly Arg Ser Phe 




(B) TYPE: amino acid " ^ v^Jri^fel/; 



(C) STRANDEDNESS: single 
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(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: peptide 
5 (v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 40: 

!:f Met Gly lie Pro Thr Phe Gly Arg Ser Phe Thr Leu Ala Ser Ser Glu 
In 1 5 10 15 

=15 (2) INFORMATION FOR SEQ ID NO: 41: 

i , J 

;i (i) SEQUENCE CHARACTERISTICS: .. ?fe;-r:#;A\ ; 

\l (A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 
20 (C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
2 5 (v) FRAGMENT TYPE: internal 

••ife"'. • '■•.■''y^-;''^< ■■ ■ ■■ " 

■'.Jiv. . • •■ . • 

(xi) SEQUENCE DESCRIPTION: SEQ-IDsNQ: - 
30 . •■ •• . 

Gly Arg Ser Phe Thr Leu Ala Ser Ser Glu Thr Gly Val Gly Ala Pro 
15 10 15 
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(2) INFORMATION FOR SEQ ID NO: 42: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide .^^^^'j:? 
(v) FRAGMENT TYPE: internal ... Viv. 



(Xi) SEQUENCE DESCRIPTION: SEQ X^MP} ^2: 



Ala ser Ser Glu Thr Gly Val Gly Ala Pro He Ser ^Gly Pro Gly He 



10 15 



(2) INFORMATION FOR SEQ ID NO: 43: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS 
• (D) TOPOLOGY:" linear 

(ii) MOLECULE TYPE: peptide 




(V) 



FRAGMENT TYPE: internal 
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(xi) SEQUENCE DE§CRIPTION: SEQ ID NO: 43: 

Val Gly Ala Pro He Ser Gly Pro Gly He Pro Gly Arg Phe Thr Lys 
15 10 15 

(2) INFORMATION FOR SEQ ID NO: 44: 

(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 44: 

Gly Pro Gly He Pro Gly Arg Phe Thr Lys Glu Ala Gly Thr Leu Ala 
1-5 10 15' 



(2) INFORMATION FOR SEQ ID NO: 45: W" --' 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 



wo 97/40068 



PCT/EP97/02051 



55 



(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 45: 




Arg Phe Thr Lys Glu Ala Gly Thr Leu Ala Tyr Tyr Glu lie Cys Asp 

1 . 5 • t . 1 0 . '^"^ " ■ " i 5 

(2) INFORMATION FOR SEQ ID NO: 46: 

ii) SEQUENCE' CHARACTERISTICS : ; "-.i^i^V ti^P^XB'' 



(A) LENGTH: 16 amino acids' 




(B) TYPE: amino acid 



(C) STRANDEDNESS : single 



(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide 




(v) FRAGMENT TYPE: internal 




Gly Thr Leu Ala Tyr Tyr Glu lie Cys Asp Phe Leu Arg Gly 'Ala Thr 
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(2) INFORMATION FOR SEQ ID NO: 47: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 47: 



Glu lie Cys Asp Phe Leu Arg Gly Ala Thr Val His Arg" Thr Leu Gly 



(2) INFORMATION FOR SEQ ID NO: 48: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear M 




1 



10 




(ii) 



MOLECULE TYPE: peptide 



(v) 



FRAGMENT TYPE: internal 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 48: 

Arg Gly Ala Thr Val His Arg Thr Leu Gly Gin Gin Val Pro Tyr Ala 
5 1 5 10 15 



(2) INFORMATION FOR SEQ ID NO: 49: 

^10 (i) SEQUENCE^ CHARACTERISTICS: ^ ; :-^i?> - ' . 

(A) LENGTH: 16 amino acids ' . V ■ 

^ (B) TYPE: amino acid . - ? : 

IC) STRANDEDNESS : single 

(D) TOPOLOGY: linear . ^ . • t : 



15 



20 



^(ii) MOLECULE TYPE: peptide ^^iv-Hif-^^ 
(v) FRAGMENT TYPE; internal ' ^^^^-^ftvZ-v^ ^ 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 49: 

Arg Thr Leu Gly Gin Gin Val Pro Tyr Ala Thr Lys Gly Asn Gin Trp 

25 1 5 -10 V'^'^^'Ms 



(2) INFORMATION FOR SEQ ID NO: :50:'||fcr^ 




3 0 (i) SEQUENCE CHARACTERISTICS :. ' 



(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 
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(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 50: 

Val Pro Tyr Ala Thr Lys Gly Asn Gin Trp Val Gly Tyr Asp Asp Gl 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 51: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide 



(v) FRAGMENT TYPE: internal 



■ *_'*' ■ * 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 51:' 
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Gly Asn Gin Trp Val Gly Tyr Asp Asp Gin Glu Ser Val Lys Ser Lys 
1 5 10 15 



(2) INFORMATION FOR SEQ ID NO: 52 



10 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

.(C) STRANDEDNESS : single 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide 



15 



(v) FRAGMENT TYPE: internal 



20 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 52: 

Tyr Asp Asp Gin Glu Ser Val Lys Ser Lys Val Gin Tyr Leu Lys Asp 
1 5 10 . 15 



2 5 (2) INFORMATION FOR SEQ ID NO: 53: 



30 



(i) SEQUENCE CHARACTERISTICS :^Hf 
; ..::.(A) LENGTH: 16 amino acid^^ 
/%;*;-{B) : TYPE: ^^amino acid ' = 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 

5 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO; 53: 

Val Lys Ser Lys Val Gin Tyr Leu Lys Asp Arg Gin Leu Ala Gly Ala 
10 1 5 10 15 

(2) INFORMATION FOR SEQ ID NO: 54: 

15 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

20 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 

2 5. 

(xi) SEQUENCE DESCRIPTION: SEQ ;|Cq^;;NO : 54 : ^-i^^- ; - 

Tyr Leu Lys Asp Arg Gin Leu Ala Gly%la Met Viil 'Trp' Ala " Leu Asp 
30 1 5 10 ■ 15 



wo 97/40068 



PCT/EP97/02051 



61 

(2) INFORMATION FOR SEQ ID NO: 55: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide -i^',^- .v^wV- ■ ^^r-^-^^'-r' ■ l^T. - 
(v) FRAGMENT TYPE: internal ^t^U'i^. V'-^^^ 



15 



20 



(xi) SEQUENCE DESCRIPTION: SEQ ItD i^O : 



Leu Ala ^Gl/ Ala Met Val Trp Aid ^^^^Mp'W^'fi^^^-^0^^^^%ly 

1 5 . 10 . : • - f -i'*\Vi-5 ^ ■ 



(2) INFORMATION FOR SEQ ID NO: 56 



25 



30 



(i) SEQUENCE CHARACTERISTICS: l-- 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid m.-- 

(C) STRANDEDNESS: single^|% 

(D) TOPOLOGY 

(ii) MOLECULE TYPE: peptide~'.-'^fP"^<-^ 
(v) FRAGMENT TYPE: internal 




-" \-J. - ^ - ' V ^'i.. \- . ' ' . 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 56: 



Trp Ala Leu Asp Leu Asp Asp Phe Gin Gly Ser Phe Cys Gly Gin Asp 



(2) INFORMATION FOR SEQ ID NO: 57: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(v) FRAGMENT TYPE: internal 




(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 57: 

Asp Phe Gin Gly Ser Phe Cys Gly Gin .Asp Leu Arg Phe Pro Leu Thr 
1 5 10 • 

(2) INFORMATION FOR SEQ ID NO: 58: ^v',,. 



1 



5 



10 



15 



(i) SEQUENCE CHARACTERISTICS: 'Uf. 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 





wo 97/40068 



PCT/EP97/02051 



63 



(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide 



(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 58: 
Cys Gly Gin Asp Leu Arg Phe Pro Leu Thr Asn Ala lie Lys Asp Ala 

1 , ■ 5 ' 10 ' ' . 15 



15 (2) INFORMATION FOR SEQ ID NO: 59: ^. 

(i) SEQUENCE CHARACTERISTICS : . V^ 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

2 0 (C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



25 



30 



(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ 




Leu Arg Phe Pro Leu Thr Asn Ala lie Lys Asp Ala Leu* Ala* Ala Thr 

1 5 10 ^ -^Jvv'lS 
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(2) INFORMATION FOR SEQ ID NO: 60: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 60: 



(2) INFORMATION FOR SEQ ID NO: 61: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 




Leu Val Cys Tyr Tyr Thr Ser Trp Ser 



1 



5 



(C) STRANDEDNESS: single • 




(D) TOPOLOGY: linear -ffB^,. 



(ii) MOLECULE TYPE: peptide 



(v) FRAGMENT TYPE: internal 
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(xi) SEQUENCE D.ESCRIPTION : SEQ ID NO: 61 

Phe Leu Cys Thr His lie lie Tyr Ser 
1 5 



(2) INFORMATION FOR SEQ ID NO: 62 



Q 10 

Cii 

m 

H 
Ul 



15 



(i) SEQUENCE CHARACTERISTICSiv ' ^ r-^- ^:s^Ai^i::.'r ^'■/^:S:''^. 

(A) LENGTH: 9 amino aciks ' '^ill. - . ."-^-'r ; '"tlfS"? ' 

(B) TYPE: amino acid -'^l^-^i ifi- ^^-^W^ J 

(C) STRANDEDNESS : single . - 



(D) TOPOLOGY: linear 



v.. 



(ii) MOLECULE TYPE: peptide 1i' .^.v^^f % - >y^''«^H'f ^IT^^^v-.f ' 



(v) FRAGMENT TYPE: internal 





20 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 62 



25 



30 



lie lie Tyr Ser Phe Ala Asn lie Ser . 
1 5 

■ ■ 

(2) INFORMATION FOR SEQ ID NO: 63: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 




*■ - 
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(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 63 

10 

Leu Lys Thr Leu Leu Ser Val Gly Gly 
1 5 



15 (2) INFORMATION FOR SEQ ID NO: 64: 

(i) SEQUENCE CHARACTERISTICS: M^p' 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

20 (C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

25 (v) FRAGMENT TYPE: internal 



30 



Ay 

(xi) SEQUENCE DESCRIPTION: SEQ ID 'NO: 64 f-^'^^^' "^^- 

Phe lie Lys Ser Val Pro Pro Phe Leu 
1 5 
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(2) INFORMATION FOR SEQ ID NO: 65: 



(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

10 (ii) MOLECULE TYPE: peptide 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID'^:' 65 f ^U^^^ . , 

Phe Asp Gly Leu Asp Leu Ala Trp Leu TV ' ' ^^^^^.y-^'-'-V''' " . 
1 5 

20 



(2) INFORMATION FOR SEQ ID NO: 66: 

(i) SEQUENCE CHARACTERISTICS:"^' 
2 5 (A) LENGTH: 9 amino acids 



(B) TYPE: amino. acid ^ ^ ^^ri^'-'P*^^ ^:Pp- t 

^ -...js^/;; • .^-v?.- r^^%>^.;v>^^:?V'^>■• 

(C) STRANDEDNESS: single!} 



(D) "TOPOLOGY: linear - ..v:.,^^,,^^,:,>.,-;,,v^ - 



30 (ii) ■ MOLECULE TYPE: peptide 

(v) FRAGMENT TYPE: internal 



* IT.-. . . 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 66 

5 

Leu Tyr Pro Gly Arg Arg Asp Lys Gin 
1 . 5 



10 (2) INFORMATION FOR SEQ ID NO: 67.: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

15 (C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

20 (v) FRAGMENT TYPE: internal 



25 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 67: 

Tyr Asp lie Ala Lys lie Ser Gin His...= .. 

• ^H#^- ■■■■ ■■ ■ 



30 (2) INFORMATION FOR SEQ ID NO: 68: >. 



(i) SEQUENCE CHARACTERISTICS: 



wo 97/40068 PCT/EP97/02051 

69 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

5 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 68: i 
Leu Asp Phe lie Ser lie Met Thr Tyr ^ 



(2) INFORMATION FOR SEQ ID NO: 69; 

2 0 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single.. . . sf/sH; 

(D) TOPOLOGY: linear 



25 



(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: 



30 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 69: 



Phe He Ser He Met Thr Tyr Asp Phe 
1 5 

5 

(2) INFORMATION FOR SEQ ID NO: 70: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

15 (ii) MOLECULE TYPE: peptide 

(v) FRAGMENT TYPE: internal 



20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 70: 

Phe Arg Gly Gin Glu Asp Ala Ser Pro 
1.5 

25 

(2) INFORMATION FOR SEQ ID NO: 71: 

(i.) SEQUENCE CHARACTERISTICS: ■ 
30 (A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 



wo 97/40068 PCT/EP97/02051 

71 

(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 71: 
10 . ■ '"^ 

Tyr Ala Val Gly Tyr Met Leu Arg Leu . 



a 15 (2) INFORMATION FOR SEQ ID NO: 72: 



30 



(i) SEQUENCE CHARACTERISTICS : . - ^^^^HJ^Vl 



(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

20 (C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

25 (v) FRAGMENT TYPE: internal 




(xi) SEQUENCE DESCRIPTION: SEq''IEd'?n6 : "^2 l r::rt^l^i^fi^?>%.-^;- 



Met Leu Arg Leu Gly Ala Pro Ala Ser 

1 5 
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(2) INFORMATION FOR SEQ ID NO: 73: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 73: 




Leu Ala Tyr Tyr Glu He Cys Asp Phe 



(2) INFORMATION FOR SEQ ID NO: 74: 

(i) SEQUENCE CHARACTERISTICS: ■ 

(A) LENGTH: 9 amino acids ^ - ■ 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single /..ji^ 

(D) TOPOLOGY: linear A 

(ii) MOLECULE TYPE: peptide 



(v) FRAGMENT TYPE: internal 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 74: 

Leu Arg Gly Ala Thr Val His Arg Thr 
1 5 

(2) INFORMATION FOR SEQ ID NO: 75: 

( i ) SEQUENCE CHARACTERISTICS : . . " 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid . Wf'i <i^V - 

(C) STRANDEDNESS : single 
- (D) TOPOLOGY: linear ;:;'-.VV,: 

(ii) MOLECULE TYPE: peptide ^^.'.^^K^^:. 

(v) FRAGMENT TYPE: internal 




(xi) SEQUENCE DESCRIPTION: SEQ. ID NO: 75:/ 



Tyr Leu Lys Asp Arg Gin Leu Ala. Gly I| 



: :^ ^^^^ 




(2) INFORMATION FOR SEQ ID NO: 76: 




(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 76: 

Leu Ala Gly Ala Met Val Trp Ala Leu 
1 5 



(2) INFORMATION FOR SEQ ID NO: 77: ' ■ 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal ' ■ r^•r^^^^!^s^0g^^y■^ , 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 77: 
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Val Trp Ala Leu Asp Leu Asp Asp Phe 
1 5 



(2) INFORMATION FOR SEQ ID NO: 78 



PCT/EP97/02051 



10 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRAITOEDNESS : single 

(D) TOPOLOGY: linear 



15 



(ii) .MOLECULE TYPE: peptide 



(v) FRAGMENT TYPE: internal 



20 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 78 



Leu Asp Leu Asp Asp Phe Gin Gly Ser 
15 




- -■it^.-if-.':. • - 





